All the archived nasopharyngeal swabs samples used in this study were originally collected for diagnostic testing (archived as the original virus transport medium specimen containing live virus). These samples have been stored at -80 o C with no further freeze-thawing for additional testing. These were thawed for the first time and tested in these quantitative assays as a series of large batches over several days.
Statistical Analysis
Viral load concentrations (copies/mL) were log-transformed (base 10) for statistical analyses. Owing to the very small numbers of H1 cases diagnosed during this period, further with analysis of variance. All statistical tests were performed by using SAS software version 9.0 (SAS, Carey, NC, USA); a p value of <0.05 was considered statistically significant.
